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What is claimed is: 

1. A primer pair comprising at least one member selected from the group consisting 
of SEQ ID NO. 1, SEQ ID NO. 2, SEQ ID NO. 3, SEQ ID NO. 4, SEQ ID NO. 5, 
SEQ ID NO. 6, SEQ ID NO. 7, and SEQ ID NO. 8. 

2. The primer pair of claim 1, wherein the at least one member is selected from the 
group consisting of SEQ ID NO. 5, SEQ ID NO. 6, and SEQ ID NO. 7. 

3. A primer selected from the group consisting of SEQ ID NO 1, SEQ ID NO. 2, 
SEQ ID NO. 3, SEQ ID NO. 4, SEQ ED NO. 5, SEQ ID NO. 6, SEQ ID NO. 7, 
and SEQ ID NO. 8. 

4. The primer of claim 3 wherein the primer is selected from the group consisting of 
SEQ ID NO. 5, SEQ ID NO. 6, and SEQ ID NO. 7. 

5. A composition comprising at least one primer comprising a sequence selected from 
the group consisting of SEQ ID NO. 1, SEQ ID NO. 2, SEQ ID NO. 3, SEQ ID 
NO. 4, SEQ ID NO. 5, SEQ ID NO. 6, SEQ ID NO. 7, and SEQ ID NO. 8. 

6. The composition of claim 5 further comprising at least one cellulose-containing 
material. 
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7. The composition of claim 6, wherein the at least one cellulose-containing material 
comprises paper pulp. 

8. The composition of claim 6 wherein the at least one primer comprising a sequence 
comprises a sequence selected from the group consisting of SEQ ID NO. 5, SEQ 
ID NO. 6, and SEQ ID NO. 7. 

9. The composition of claim 8, wherein the cellulose-containing material comprises 
paper pulp. 

10. A kit for testing for the presence of spore forming bacteria in a paper-making 
process comprising: 

a) a primer comprising a sequence selected from the group consisting 
of SEQ ID NO. 1, SEQ ID NO. 2, SEQ ID NO. 3, SEQ ID NO. 4, 
SEQ ID NO. 5, SEQ ID NO. 6, SEQ ID NO. 7, and SEQ ID NO. 8, 
and 

b) at least one growth medium supportive of spore forming bacterial 
growth. 

1 1 . The kit of claim 10 wherein the primer comprising the sequence comprises 
a sequence selected from the group consisting of SEQ ID NO. 5, SEQ ID 
NO. 6, and SEQ ED NO. 7. 
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A probe for detecting the presence of spore forming bacteria in a sample, the probe 
comprising a nucleotide sequence able to form a detectable hybrid with spoOA gene of 
spore forming bacteria and unable to form a detectable hybrid with genetic material of 
non-spore forming bacteria, wherein the nucleotide sequence is able to form a detectable 
hybrid to bases 70 to 427 of the spoOA gene of Bacillus cereus, corresponding to GenBank 
accession number gb U09972, SEQ. ID NO. 51, or in the alternative to form a detectable 
hybrid to bases 403 to 422 of the spoOA gene of Bacillus cereus, corresponding to 
GenBank accession number gb U09972, SEQ. ID NO. 50. 

13. The probe of claim 12 wherein the nucleotide sequence is able to form a detectable 
hybrid to bases 403 to 422 and wherein the nucleotide sequence comprises at least one of 
SEQ. ID. NO. 6 and SEQ ID NO. 7. 

14. The probe of claim 12 wherein the nucleotide sequence is able to form a detectable 
hybrid to bases 70 to 427 and wherein the nucleotide sequence comprises at least one of 
SEQ ID NO. 1, SEQ ID NO. 2, SEQ ID NO. 3, SEQ ID NO. 4, SEQ ID NO. 5, SEQ ID 
NO. 6, SEQ ID NO. 7, and SEQ ID NO. 8. 

15. A probe for detecting the presence of spore forming bacteria in a sample, the probe 
comprising a nucleotide sequence able to form a detectable hybrid with spoOA gene of 
spore forming bacteria and unable to form a detectable hybrid with genetic material of 
non-spore forming bacteria, wherein the nucleotide sequence is able to form a detectable 
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hybrid to bases 76 to 93 of the spoOA gene of Bacillus cereus, corresponding to GenBank 
accession number gb U09972, SEQ ID NO. 49. 

16. The probe of claim 15, wherein the nucleotide sequence comprises SEQ ID NO. 5. 

17. The probe of claim 12, wherein the nucleotide sequence is able to form a detectable hybrid 
to bases 70 to 427 of the spoOA gene of Bacillus cereus, corresponding to GenBank 
accession number gb U09972, SEQ. ED NO. 51, and the nucleotide sequence consisting 
essentially of guanine, cytosine, adenine, and thymine. 

18. A probe for detecting the presence of spore forming bacteria in a sample 
comprising a nucleic acid sequence able to form a detectable hybrid with a 
sufficient number of highly conserved regions of the spoOA gene of spore 
forming bacteria Bacillus and Clostridium bacteria species set out in either 
(a) of (b) below 

a) Bacillus cereus 
Bacillus megaterium 
Bacillus subtilis, and 
Clostridium pasteurianum; 

b) Bacillus cereus 
Bacillus megaterium 
Bacillus sphaericus, and 
Clostridium pasteurianum 
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said nucleic acid sequence being unable to form a detectable hybrid with 
genetic material of non-spore forming bacteria. 



19. The probe of claim 18, wherein the nucleic acid sequence comprises at least one of SEQ 
ID NO. 1, SEQ ID NO. 2, SEQ ID NO. 3, SEQ ID NO. 4, SEQ ID NO. 5, SEQ ID NO. 6, 
SEQ ID NO. 7, and SEQ ID NO. 8. 

20. The probe of claim 18, wherein the nucleic acid sequence acts as a primer in a 
polymerase chain reaction used to amplify the detectable hybrid. 

21. The probe of claim 18, wherein the nucleic acid sequence is tagged with a fluorescent 
derivative for detection of the detectable hybrid. 

22. The probe of claim 18, wherein the nucleic acid is tagged with a radioisotope for 
detection of the detectable hybrid. 
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